Combining scientific data over a long-time period is necessary to understand the diversity, 15 population trends, and conservation importance of any taxa in a global and regional scale. 16
Introduction 36
The inscription of natural organisms can be regarded as one of the most valuable documents 37 in the study of historical occurrence of organisms. Although museum records, which serve as 38 a credible source of information about the diversity of biological organisms, keep voucher 39 specimens; comparing and contrasting all these records from different geographical locations 40 for large-scale analysis prove to be an exceedingly difficult task. To confront this challenge, The order Odonata is one of the earliest and well-known insect groups, existing on all 58 continents except Antarctica (Trueman 2007 ). These insects predominantly inhabit the 59 tropical and subtropical climate zones (Dumont 1991) . Adult Odonates are terrestrial in 60 4 nature, found adjacent to water sources, whereas the immature stages are aquatic, inhabiting 61 freshwater habitats of all kinds, ranging from permanent running waters like rivers and lakes 62 to small temporary rain pools and puddles. Being a species specific to a certain type of 63 habitat makes them an ideal candidate for monitoring the health of freshwater ecosystems. 64
The taxonomic Order Odonata is divided into three suborders -Anisoptera, which 65 encompasses dragonflies; Zygoptera, which includes damselflies; and Anisozypgoptera, 66 which contains intermediary species between these two groups. Till now, A total of 6,265 67 species of Odonates under 600 genera have been reported globally (Schorr & Paulson 2018) . 68
A combined effort has been undertaken to digitize all the information available on the 69 odonata worldwide, in order to make them readily available to the interested scientific 70 community (Schorr & Paulson 2018) . Additionally, there have been region-specific studies 71 on the odonates in different parts of the world, specifically countries with a diverse range of 72 We captured most of the photos deposited on the database in the last four years (2012-2016). 106
We captured various identification features of the dragonflies by a Canon 600D camera using 107 a 55-250 mm lens. Most of the photos were taken in natural habitats from 0800-1700 hours 108 (Khan 2015a). A few species were also photographed from previously collected specimens 109 6 (Khan 2015a, 2015b). In addition to our photo database, we have also collected photo 110 evidence from citizen scientists, providing their credit in the photos. We identified the 111 photographs of the dragonflies using the identification keys and distinguishing features 112 developed by the earlier entomologists (Asahina 1967; Fraser 1933 Fraser , 1934 Fraser , 1936 Lahiri 1987; 113 Mitra 2002; Nair 2011; Subramanian 2009 ). We collected photographs of males and females 114 and their different color morphs. We also took photographs of their life history such as 115 emerging, perching, foraging, mating, oviposition, territorial fight etc. 116 117
Data resources 118
Flight season, abundance and preferred eco-system were surveyed on these species to portray 119 the regional diversity and prevalence. In all subsequent analyses, any species considered to be 120 vagrant, with only one sighting was removed. Common name, IUCN status and global 121 distribution data were collected from International Union for Conservation of Nature and 122 Natural Resources database (http://www.iucnredlist.org/). In conjunction with the 123 information, gender-specific morphological features like abdomen and wing size, distinct 124 wing spots and colors were added from our literature review (Nair 2011; Subramanian & 125 Gadgil 2009). For the purpose of genomic and proteomic studies, gene and protein sequences 126 were also included in the database. As genomic and proteomic studies of odonates are 127 understudied, the number of sequenced genes and proteins is very low. We included the most 128 sequenced gene in the odonates cytochrome oxidase and its corresponding protein 129 cytochrome c oxidase (EC 1.9.3.1) to study the phylogenic relationships. The gene and 130 protein sequences for the species were collected from The National Center for Biotechnology 131 with biodiversity data to set up a consensus on individual conservation priorities is one of the 299 most promising strategies for addressing the issue (Mittermeier et al. 1995) . 300
In our study, we used the well-studied order of insects, Odonata, to construct a 301 database of extant species in Bangladesh with their physical, ecological and genetic 302 information. This database presents a useful source of information in determining the current 303 state of Odonata communities in the region along with changes in species distribution. One of 304 the major applications of this database is that it can be utilized as a data-exploration tool for 305 comparative analysis. Comparison of odonata data from different regions may provide strong 306 indications for global changes in biology as well as the underlying biological mechanisms for 307 different habitat preferences of the odonates. 308 14 309
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